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<212> DNA 

<213> Escherichia coli 
<400> 11 

gcatccgtag ctcagctgga tagagtactc ggctacgaac cgagcggtcg gaggttcgaa 60 
tcctcccgga tgcacca 77 
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<212> DNA 

<213> Yersinia pestis 
<400> 12 

gcacccatag ctcagctgga tagagtactc ggctacgaac cgagcggtcg gaagttcgaa 60 
tcttcctggg tgcacca 77 
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<212> DNA 

<213> Yersinia pestis 
<400> 13 

gcacccatag ctcagctgga tagagtactc ggctacgaac tgagcggtcg gaagttcgaa 
tcttcctggg tgcacca 



60 

77 



<210> 14 

<211> 77 

<212> DNA 

<213> Vibrio cholerae 
<400> 14 

gcgtccgtag ctcagctgga tagagtacct gtctacgaac caggcggtca gaggttcgaa 
tcctctcgga cgcgcca 



60 

77 



<210> 15 

<211> 77 

<212> DNA 

<213> Vibrio cholerae 
<400> 15 

gcgctcgtag ctcagctgga tagagtacct ggctacgaac caggcggtca gaggttcgaa 
tcctctcgag cgcgcca 



60 

77 



<210> 16 
<211> 77 

<212> DNA 

<213> Haemophilus influenzae 
<400> 16 

gcacccgtag ctcagctgga tagagtactc ggctacgaac cgagcggtca gaggttcgaa 
tcctctcggg tgcgcca 



60 

77 



<210> 17 

<211> 77 

<212> DNA 

<213> Haemophilus influenzae 
<400> 17 

gcacccgtag ctcagctgga tagagtactc ggctacgaac cgagcggtca aaggttcgaa 
tcctttcggg tgcgcca 



60 

77 



<210> 18 
<211> 77 

<212> DNA 

<213> Pseudomonas aeruginosa 



<400> 18 




gcactcatag ctcagctgga tagagtactc ggctacgaac cgagcggtcg gaggttcgaa 
tcctcctgag tgcgcca 



60 

77 



<210> 19 

<211> 74 

<212> DNA 

<213> Pseudomonas aeruginosa 
<400> 19 

ggttcgatag ctcagcctgg tagagcaacc atccacgaaa tggtctgtcg cgggttcgac 
tcccgctcga acgt 



60 

74 



< 210 > 20 
<211> 77 

<212> DNA 

<213> Neisseria meningitidis 
<400> 20 

gcacccgtag ctcagttgga tagagtatct ggctacgaac cagagggtcg ggcgttcgaa 
tcgctccggg tgcgcca 



60 

77 



< 210 > 21 
<211> 74 

<212> DNA 

<213> Chlamydia pneumoniae 
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